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Clip. 1 BQ 20 WL 10 Sequence: mitfa #29a_M13uni-21 Clipped length: 1020 Samples: 13595 Quality: 0-9 — Page: 2/3
Left clip: 14 Bases: 1128 10-19 — 26.02.2018
Right clip: 1033 Average spacing:  13.0 20-29
Avg. qual.inclip.:  50.9 Average quality >= 10: 35, 20: 70, 30: 966 >=30 —

500 510 520 530 540 550 560 570
TGGTTTTAGGTTTGATTCAGAACGGGTTTGTTACATTTGGACACCAATACTATGTTTGACTCCTCAGCTGCCCGTTTCTGGGAA

590 600 610 620 630 640 650 660
TTTACTGGACGTGTACAGCAACCAAGGGCTTCCCCTCACGAGTCTCTCTATCAGCAGCTCGTGTGCACCCAACATT CAAAAGGGA

690 700 710 750
AAGCCCCACGAACCCAATATAAATGTCTTGTTGTTAGCTTTGAAAATGATGACAAATTATAGAAACCTTTTAAAATCTTTTAAT

760 770 780 790 800 810 820 830
GCTGACTCATCTTTTCTTCTCTTTTCTAATGTGGTTTGAAATTTTTAATACATATTTACTGTAGTTAAATGTGTGATTGAGAA

840 850 860 880 890 900 910
AAAAGTACATCTGCATCAATATACAGAACGTGAAATGATAATTAAGAGCATATTTTTATTTTATGTGCAATTTGGTATTGCAC

AAGATACTACTGAATCGATGATTTACCAAATGATTACTGCAGCT CCTGGCATGAAGCAAGTACTGGACAAGCCTGGATCCTG




Clip. 1 BQ 20 WL 10 Sequence: mitfa #29a_M13uni-21 Clipped length: 1020 Samples: 13595 Quality: 0-9 — Page: 3/3

Left clip: 14 Bases: 1128 10-19 — 26.02.2018
Right clip: 1033 Average spacing:  13.0 20-29
Avg. qual.inclip.:  50.9 Average quality >= 10: 35, 20: 70, 30: 966 >=30 —

1000 1010 1020 1030 1040 1050 1060 1070 1080
TGGCCAGTTTGAAAGTTATCAAAGGTCTGAAGGGC TTT CCAAGGG CGAATTCCAGCACACTGGCCGGCCGTTACT AA T GGAT
— — —

1090 1100 1110 11‘20 '
CCAAACTCGGTACCAAGCTTGATG CATAGCTTGGAAATTCCAT A GG G




